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Abstract Transfer RNA-derived small RNAs (tsRNAs) are an emerging class of non-coding single-stranded RNA that are derived from
mature transfer RNA (tRNA) or tRNA precursors. They primarily consist of tRNA-derived RNA fragments (tRFs) and tRNA halves (tiR-

NAs). Studies have confirmed that tsRNAs are differentially expressed in a variety of tumors and involved in tumor processes including

proliferation, invasion, and metastasis. Although the underlying mechanisms have not been fully elucidated, tsRNAs have the potential

to be new biomarkers and therapeutic targets for tumors. This review provides an overview of the relationship between tsRNAs and

common tumors to provide new ideas for the diagnosis, treatment, and prevention of tumors.
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